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Effect of knockdown of key transcription factor FoxD3 on gastric cancer cell line SGC-7901

LIU Shi-guang' , TIAN Ling-ling' , SHI Dong-mei' , WANG Cong’, LIU Cong’ (1. Department of Medical Oncology, Liaoyang
Central Hospital, Liaoyang Liaoning 111000, China; 2. Department of Medical Oncology, Liaoning Cancer Hospital, Shenyang Liaoning
110000, China;3. Department of Medical Oncology, Tieling Central Hospital , Tieling Liaoning 112000, China)

Abstract: Objective To investigate the effect of shRNA FoxD3 on the growth, motility and epithelial-mesenchymal transformation of
gastric cancer cell line SGC-7901. Methods The shRNA FoxD3 vector and empty plasmid vector were transfected into SGC-7901 cells, and
the cells were divided into the Control group,the shRNA-NC group and the FoxD3-shRNA2 group according to different treatment methods.
The rate of cell clone formation was detected by clonal formation assay;the number of invaded cells were detected by Transwell ; the cell
scratch healing rate was detected by scratch test; the morphological changes of epithelial-mesenchymal transformation was observed under
microscope ; the protein expression levels of Ki67, proliferating cell nuclear antigen ( PCNA) , E-cadherin, N-cadherin and Vimentin were
detected by Western blot. Results Compared with the Control group,the FoxD3-shRNA2 group had lower rate of cell clone formation (P <0.05),
lower protein expression of Ki67 and PCNA (P <0.05) ,less invaded cells (P <0.05) ,and lower scratch healing rate (P <0.05). And the
epithelial-mesenchymal transformation in the FoxD3-shRNA2 group was inhibited and the protein expression of E-cadherin was increased
(P <0.05) ,while the protein expressions of N-cadherin and Vimentin were decreased in the FoxD3-shRNA2 group compared with those in
the Control group (P <0.05). Conclusion ShRNA FoxD3 can inhibit the proliferation, invasion, migration and epithelial-mesenchymal
transformation of SGC-7901 cells.
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